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Input Set : N:\Crf3\RULE60\10650369A.RAW.txt 
Output Set: N:\CRF4\01092004\J650369A.raw 

APPLICANT: Potter, Andrew A. 
Perez-Casal, Jose 
Fontaine, Michael 

TITLE OF INVENTION: IMMUNIZATION OF DAIRY CATTLE WITH CHIMERIC GAPC PROTEIN 
AGAINST STREPTOCOCCUS INFECTION 
FILE REFERENCE: 9000-0057 

CURRENT APPLICATION NUMBER: 10/650, 369A 

CURRENT FILING DATE: 2003-08-27 

PRIOR APPLICATION NUMBER: US/0 9/8 7 8 , 7 66A 

PRIOR FILING DATE: 2001-09-10 

NUMBER OF SEQ ID NOS : 22 

SOFTWARE: Patent In Ver. 2.0 

SEQ ID NO: 1 

LENGTH: 37 

TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Description of Artificial Sequence: primer gapCl 
SEQUENCE: 1 

ggcggcggca tatggtagtt aaagttggta ttaacgg 37 
SEQ ID NO: 2 
LENGTH: 35 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Description of Artificial Sequence: primer gapClr 
SEQUENCE: 2 

gcggatcctt atttagcgat ttttgcaaag tactc 35 
SEQ ID NO: 3 
LENGTH: 32 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE: 

OTHER INFORMATION: Description of Artificial Sequence: primer gap-1 
SEQUENCE: 3 

aaaaaaggat ccggtatggt agttaaagtt gg 32 
SEQ ID NO: 4 
LENGTH: 39 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Description of Artificial Sequence: primer Gap-2 
SEQUENCE: 4 
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48 aaaaaaccat ggttactcga gtgcttccag aacgatttc 39 

50 <210> SEQ ID NO: 5 

51 <211> LENGTH: 31 

52 <212> TYPE: DNA 

53 <213> ORGANISM: Artificial Sequence 

54 <220> FEATURE: 

55 <223> OTHER INFORMATION: Description of Artificial Sequence: primer Gap-3 

56 <400> SEQUENCE: 5 

57 aaaaaactcg agggtactgt agaagttaaa g 31 

59 <210> SEQ ID NO: 6 

60 <211> LENGTH: 45 

61 <212> TYPE: DNA 

62 <213> ORGANISM: Artificial Sequence 

63 <220> FEATURE: 

64 <223> OTHER INFORMATION: Description of Artificial Sequence: primer Gap-4 

65 <4 00> SEQUENCE: 6 

66 aaaaaaccat ggttaatcga tttcaagaac gatttcaaca ccgtc 45 

68 <210> SEQ ID NO: 7 

69 <211> LENGTH: 34 

70 <212> TYPE: DNA 

71 <213> ORGANISM: Artificial Sequence 

72 <220> FEATURE: 

73 <223> OTHER INFORMATION: Description of Artificial Sequence: primer Gap-5 

74 <400> SEQUENCE: 7 

75 aaaaaaatcg atggtactgt tgaagttaaa gaag 34 

77 <210> SEQ ID NO: 8 

78 <211> LENGTH: 45 
7 9 <212> TYPE: DNA 

80 <213> ORGANISM: Artificial Sequence 

81 <220> FEATURE: 

82 <223> OTHER INFORMATION: Description of Artificial Sequence: primer Gap-6 

83 <400> SEQUENCE: 8 

84 aaaaaaccat ggttaactag ttgcttcaag aacgatttct acgcc 45 

86 <210> SEQ ID NO: 9 

87 <211> LENGTH: 35 

88 <212> TYPE: DNA 

89 <213> ORGANISM: Artificial Sequence 

90 <220> FEATURE: 

91 <223> OTHER INFORMATION: Description of Artificial Sequence: primer Gap-7 

92 <4 00> SEQUENCE: 9 

93 aaaaaaacta gtttctttgc taaaaaagaa gctgc 35 

95 <210> SEQ ID NO: 10 

96 <211> LENGTH: 42 

97 <212> TYPE: DNA 

98 <213> ORGANISM: Artificial Sequence 

99 <220> FEATURE: 

100 <223> OTHER INFORMATION: Description of Artificial Sequence: primer Gap-8 

101 <400> SEQUENCE: 10 

102 aaaaaaccat ggctattatt tagcgatttt tgcaaaatac tc 42 



file://C:\CRF4\Outhold\VsrJ650369A.htm 



1/12/04 



Page 3 of 8 



RAW SEQUENCE LISTING DATE: 01/12/2004 

PATENT APPLICATION: US/10/650 , 369A TIME: 10:36:11 

Input Set : N:\Crf3\RULE60\10650369A.RAW.txt 
Output Set: N:\CRF4\01092004\J650369A.raw 

104 <210> SEQ ID NO: 11 

105 <211> LENGTH: 1011 

106 <212> TYPE: DNA 

107 <213> ORGANISM: Streptococcus dysgalactiae 

108 <220> FEATURE: 

109 <221> NAME/KEY: CDS 

110 <222> LOCATION: (1)..{1011) 

111 <400> SEQUENCE: 11 
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153 210 215 220 

154 ttg aat ggt aaa ctt gat ggt get gca caa cgt gtt cct gtt cca act 720 

155 Leu Asn Gly Lys Leu Asp Gly Ala Ala Gin Arg Val Pro Val Pro Thr 

156 225 230 235 240 

157 gga tea gta act gag ttg gtt gta act ctt gat aaa aac gtt tct gtt 768 

158 Gly Ser Val Thr Glu Leu Val Val Thr Leu Asp Lys Asn Val Ser Val 

159 245 250 . 255 

160 gac gaa ate aac get get atg aaa get get tea aac gac agt ttc ggt 816 

161 Asp Glu lie Asn Ala Ala Met Lys Ala Ala Ser Asn Asp Ser Phe Gly 

162 260 265 270 

163 tac act gaa gat cca att gtt tct tea gat ate gta ggc gtg tea tac 864 

164 Tyr Thr Glu Asp Pro lie Val Ser Ser Asp lie Val Gly Val Ser Tyr 

165 275' ■ 280 285 

166 ggt tea ttg ttt gac gca act caa act aaa gtt atg gaa gtt gac gga 912 

167 Gly Ser Leu Phe Asp Ala Thr Gin Thr Lys Val Met Glu Val Asp Gly 

168 290 295 300 

169 tea caa ttg gtt, aaa gtt gta tea tgg tat gac aat gaa atg tct tac 960 

170 Ser Gin Leu Val- Lys Val Val Ser Trp Tyr Asp Asn Glu Met Ser Tyr 

171 305 310 315 320 

172 act get caa ctt gtt cgt aca ctt gag tac ttt gca aaa ate get aaa 1008 

173 Thr Ala Gin Leu Val Arg Thr Leu Glu Tyr Phe Ala Lys lie Ala Lys 

174 325. ■ 330 335 

175 taa ^11 
111 <210> SEQ ID NO: 12 

178 <211> LENGTH: 336 

179 <212> TYPE: PRT 

180 <213> ORGANISM: Streptococcus dysgalactiae 

181 <400> SEQUENCE: 12 
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225 <210> SEQ ID NO: 13 

226 <211> LENGTH: 1011 

227 <212> TYPE: DNA 

228 <213> ORGANISM: Streptococcus agalactiae 

229 <220> FEATURE: 

230 <221> NAME /KEY : CDS 

231 <222> LOCATION: (1)..{1011) 

232 <400> SEQUENCE: 13 



233 atg gta gtt aaa gtt ggt att aac ggt ttc ggt cgt ate ggt cgt ctt 48 

234 Met Val Val Lys Val Gly He Asn Gly Phe Gly Arg He Gly Arg Leu 

235 15 10 15 

236 gca ttc cgt cgc ate caa aac gta gaa ggt gtt gaa gtt act cgt ate 96 

237 Ala Phe Arg Arg He Gin Asn Val Glu Gly Val Glu Val Thr Arg He 

238 20 25 30 

239 aac gac ctt aca gat cca aac atg ctt gca cac ttg ttg aaa tat gac 144 
24 0 Asn Asp Leu Thr Asp Pro Asn Met Leu Ala His Leu Leu Lys Tyr Asp 

241 35 40 45 

242 aca act caa ggt cgt ttc gac ggt act gtt gaa gtt aaa gaa ggt gga 192 

243 Thr Thr Gin Gly Arg Phe Asp Gly Thr Val Glu Val Lys Glu Gly Gly 

244 50 55 60 

245 ttc gaa gtt aac ggt caa ttt gtt aaa gtt tct get gaa cgc gaa cca 240 
24 6 Phe Glu Val Asn Gly Gin Phe Val Lys Val Ser Ala Glu Arg Glu Pro 

247 65 70 75 80 

248 gca aac att gac tgg get act gat ggc gta gaa ate gtt ctt gaa gca 288 
24 9 Ala Asn He Asp Trp Ala Thr Asp Gly Val Glu He Val Leu Glu Ala 

250 85 90 95 

251 act ggt ttc ttt gca tea aaa gaa aaa get gga caa cac ate cat gaa 336 

252 Thr Gly Phe Phe Ala Ser Lys Glu Lys Ala Gly Gin His He His Glu 
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, a ^ ■ N-\Crf3\RULE60\10650369A.HAW.txt 

oTput Set! E^OIWMMVHW"*--- 

inv^in^ai „ ot „ ceed 72 c h«.cters in length. This inciudss spaces. 

The rules require that a line no 



Seq#:l; Line(s) 4 



file://C:\CRF4\Outhold\VsrJ650369A.htm 



Page / o« a 



' • ' DATE: 01/12/2004 

VERIFICATION SUMMARY TIME : 10:36:12 

PATENT APPLICATION: US/10/650 , 369A 

t nllt Set • N-\Crf3\RULE60\10650369A.RAW.txt 
Sut Seti K:\CRF4\01092004\J650369A.raw 

~ _■ ^ ^991 > Sort in ascending order! 
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